
Test Drive SURE CHO-Mplus™ Library 
selexis.com/testdrive

Look under the hood...
The SURE CHO-Mplus™ Library is the newest innovation out of the SUREtechnology Platform™ to address most bottlenecks in 
recombinant protein production including difficult-to-express proteins.  

Leveraging the SURE CHO-M Genome™ and transcriptome, Selexis engineered the combinatorial SURE CHO-Mplus Library™ to 
address a broad range of protein production bottlenecks, including metabolic limitations, trafficking backlogs, improper folding 
and altered post-translational modifications. 

Using proprietary transposon vectors harboring Selexis Genetic Elements™ and expressing over 100 different auxiliary proteins 
involved in numerous cellular pathways important for translation, folding and effective secretion, Selexis has generated a CHO-M 

7
combinatorial library with a complexity greater than 1x10 . Selection, on the basis of expression from such a large and complex 
library, allows for smarter and faster identification of CHO cell clones expressing high levels of active recombinant proteins.

Put yourself in the driver's seat of the SURE CHO-Mplus™ Library and bring your 
biologics programs back on track and across the winner's line!

SELEXIS – A SERIAL INNOVATION COMPANY

The mechanics of the CHO-Mplus™ Library                   Increased Protein ProductionDRIVES
Transposon

vector library
construction

Analysis of
CHO-M

transcriptome

Research cell
bank

CHO-Mplus™
Library 

construction

N
O

V
E

L
 D

IF
F

IC
U

L
T

-T
O

-E
X

P
R

E
S

S
 M

IN
IB

O
D

Y
0

0.01

0.02

0.03

0.04

0.05

0.06

Original CHO-Mplus 1 CHO-Mplus 2

 

Original CHO-Mplus 1 CHO-Mplus 2
0

5

10

15

20

Original CHO-Mplus 1 CHO-Mplus 2

300

250

200

150

100

50

0 

Level of Minibody mRNA

Minibody Productivity

Minibody Gene Copy Number

T
it

e
r 

(m
g

/L
)

Genome /
transcriptome 

sequencing and
analysis

Q-PCR
analysis/validation

SIZE
72.6 x 10

Recombinant 
Protein 1

GOI
on 1

GOI
on 2

GOI
on 3

Recombinant 
Protein 2

Recombinant 
Protein 3

%
 s

p
e
c
ifi

c
 p

ro
d

u
c
ti

v
it

y

 

%
 s

p
e
c
ifi

c
 p

ro
d

u
c
ti

v
it

y

0 

25

50

75

100

125

150

175

250

275

300

A B C D E F G H I J K L M N O P Q R S T U V W X Y Z A2 B2 C2 D2 E2

C
o
n
tr

o
l

C
o
n
tr

o
l

C
o
n
tr

o
l

C
o
n
tr

o
l

 

 

 

 

 

0 

25

50

75

100

125

150

175

C
o

n
t

A B C D E F G H I J K N O S 

C
o

n
t

%
 s

p
e
c
ifi

c
 p

ro
d

u
c
ti

v
it

y

T
IT

E
R

GROWTH

GROWTH

T
IT

E
R

T
IT

E
R

Identification of 
silenced 
pathways

Auxiliary proteins 
vector library

Construction of a 
combinatorial 

CHO-M cell library
QC analysisGeneration of high-performance recombinant  therapeutic drug cell clones

10 FOLD INCREASE

 ...without changes in gene copy number or
transcription levels of gene of interest

Transfection 
of GOI

STEP 1
Selection of 
candidate
clones

STEP 2

Clones analysis
(Cv/Titer/PCD)

STEP 3

Expansion of 
best clones

STEP 4


